Gene Deletion and Overexpression. Targeted gene deletion was performed by homologous recombination (1). Briefly, the 5' and 3' flanking sequences of OpS1-OpS7 genes were amplified using different primer pairs (Table S1) Spore suspensions (50 μl each) were inoculated into 100 ml Erlenmeyer flasks containing 30 ml SDB medium and incubated at 25°C on a rotatory shaker for 3 days (3). These seed cultures (1 ml each) were then transferred into 250 ml flasks containing 50 ml SDB medium
sequences of OpS1-OpS7 genes were amplified using different primer pairs (Table S1) 
Pigment Induction and Component Analyses.
Conidia of the WT and different mutants were harvested and suspended in sterile aqueous 
Collision-induced dissociation MS analyses
were also conducted using the Q-TOF system to negatively ionize the compounds for fragmentation at the collision energy of 10 eV.
To verify the structure of different compounds, H and C spectra of compounds 3, 5 and 6 were also obtained using a Bruker Advanced III-500 OpS4) for bioconversion analysis.
Insect Bioassays. Insect bioassays were conducted using the newly emerged last instar larvae of the wax moth (Galleria mellonella). Supporting Table:   Table S1 . Primers used in this study. The mass peaks labeled with blue diamonds are for the respective parental compounds. Similar fragmentation patterns were detected between the compounds 3 and 7, and between the compounds 4 and 6, respectively. The masses of detected fragment(s) of each compound are illustrated in the right panels with the corresponding mass data in parenthesis. Consistent with PPO enzyme activity assay (A), the insects wounded by injection with Tween could also trigger immune responses.
Each individual insect was injected in

